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TaraTe NoTA
Vision £155

Fuesday; September 19 2023 Rel-T 156/ VISTON ATIMS2023-24

Ta,

Lhe Director

AH India Instirate of Medical Science,
Ansari Nagar,

New Drelhi 110029

Subject: Our offer for Therme Seientific Orbitrap Ascend - High Performance Orbitrap MS systewy for
Proteomics and Metabolomics application,

Dewr S/ Madam,

Yhis has reference to_your requireoent of High Resobution Mass Speclrometer (HRMa) and Accessories. e
submit eut offer for Therme Scienfific Model Orbitrap Ascend tribrid - Ultra High-Resolution Mass spectrometer
with Ultraligh Performance Liguid € hromatography and Nuno | iquid Chromatography’ and accessones foryour
kind consideration.

T S -
o ir— 5, 1 FartNo. [ Description Q. | Price (INR)
@ EERIES | I . B fepr
&= 1 11 FSNOb-HO00Y | The Theraio Seientific!  Orbitrp Ascend™ Tribrid™ with 0F 1 22.63.00000.00
g— I 1 CETD and PTCR ready. :
= o - .
e i = jmproved capture of fabife compounds  while
'-AE’ ; maintaining optimal jon transmission
[~y
g._’ i «  Exceptional performance with shorter gradients due 10 4;
s figher MS/MS sensitivity and scan rate ]
E !
= s Unimatched dipth, sccuracy, and precision (o Tandem |
= Mass Tag™ (IMT™) anaiysis
u i
-“6’ « Higher Mass Range MSn (HMRn#) option for,
== comprehensive analysis of nafive protin complexes
1 feyd
il . « The fully integrated Auto-Ready i source allows for i
complete. unatfended system calibration, without the ' 3
i need for manual hardware reconfiguration
1 e
v I : » Full oxperimental  Dexibility with  revolutionary |
;/ &4 instrument control software :
4
= A wide range of optional functionalitics  of
uuprecedented versatility
k’f{ . ,\“"‘, a  Common user wmierface with [herma  Sciennufic™
\ F E ';,‘3 f Ewhitrap Txplords™ znd “Thenmo Scientific™ TSQ™
A T : “riple Quadrupole mass spectrometery Key capabititics. .
VN = mproved  high-sensitivity  atmospheric pressure | !
i " intetface combines o high capacity transfer tihe andd 3 i ]
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S T Part No. Desenption ] Oty %I’_n:_fl\ii\_lmu
No | | S R I R

' modified electrodynamic ion  funnel, providing an ¥ -
increaced ion flux and Tower limits of defection for a |
wider range of molecules

{
*  Active lon Management {ATAE) Fechnology tlm{:
uicludes the QRS segmented quatdaapole mass filter with |
hyperbolic surfaces, maximizes ion transmission to
achieve wnprecedented  fevels of qualivative and ;
quantitative performance, i

*  Duak Ton Routing Multpoles (IRMs) improves ion
trunsler, capture and dissociation

¥ Aatomated, remiobe, and hands-free calibration wiih the
Auto-Ready ion source. affowing the userto spend miore
| time sbitaining cesults and less timwe on instrument setup

= Optional Tigher Mass Range MSn ¢HMRi) mode
i provides expunded mmss  range capabilities for
comprehensive MSn chataciedization of mative proteins
and protein complexcs

fied ‘

.

i ey i+

* Real-Time Search of o database or 3 spectral library
enables  faster data  acquisitions  _and improved |
speaificity,  significantly  increasing analytical
performance. incloding ‘M T-based quantification
CAperIments E

P

f o ; = fhermo Scientific™  furbatMT maode  improves
i HRAM MSn acquisition eates in TMF experiments

= Thermo Scientific™  Precursor Eit filler enables
precurser ion selection fora detined speciticin

Molecular Ciagnostics Simpl

= Enhanced Vacuum Technology improves  Thermo -
e _d . e ‘;uicutifiu‘”t)ﬁvi’h‘.lp’-“nmn anafyzer performanice | :

4 % = dmproved accumufation and fransmission  af igh |
y}‘ : molecular weight jons to the fon trp and Orbitrap mass |
N 7 analy zers

= Unique Tribrid archiiteciure includes a quadrpade mass
© Ailter. dual-pressure finear ion trap and Orbitrap mass |
analyzers, allowing for high acquisition mies to provide |
maximum experimental Hexibility for dissociation and

)5@/ y detection of fragnient ions

: / h * DDA MS/MS acquisition rates of up w43 Hz with 7500 §
A _resolution @ mvz 200 for Orbiteap mass analy zer and 50 {

i

!.

%.

!

i

},
i

Vision Diagnostic {India) Put, Ltd.
Corporate Office

FESR 4 48 _ Pl 7o
fend Preniee Tomorm
Angal Plazs Sec

Vet Grariadad-20 10N




F.No.CCRF/Proteomics/M&E/MassSpectrometer/ IAIEIET
255997/2023/Research Section

. £l

|

Vison K

S~

Description - TOw. | Price (INR)
Ne e ————— ._H,._..—w__,w_.,,..__-—d——-—_.,._
' Fiz im the linear ion trap expe iments Orhitrap resolution
up to 480600 FAWHM atm/z 200

!

» Jarge surfoce aren wn Hap deicctor for significantly i
improved robustness and fifetime ;

s Full paralielization of MS and MSa analyses with
Dynamic Maximuon Injection ‘Lime

= Synchronous: Precursor Releclion (3PH) far MSn
experiments

PRERRm

Ciptional Compact Electron. Transfer Dissociation. and Proton
Transfor Charge Reduction (&1 [PTCR) jon source hased on
Townsend. discharge with extremély stable anion flux for
inproved usability and reagentlongevity

o s i i

Maltiple  fragmentation wechiques:  collisioa-mduced

Sissociation  (CIDY, ligher-energy collisional  dissociation }
HHCD, optional elestron-transfer Jissociation (E1D, including |
1 electron-transfer higher-energy collision dissociation, or ETheD. |
and electron-transfer coltision-induced dissocintion, or BTl
and optional ultraviolet photodissociation (LV Pi). available at |
Cany stage of MSn with detection in the Orhitrap mass o tincar |
iom trap analy zers

_(};\lumal Proton Yransier Charge Reduction (PTCR) simplifies §
MSn spectra of multiply charged analytes i
Advanced Peak Determination {APLY) fior improved precursor
| annotation in data-dependent experiments

T piiversal method maximizes peplide identifications withowut
i } method optimization when sample concentration i unknown

Molecular Diagnostics Simplified

1 ’ ] ¥ o . o ) .
) A ‘ y ntuitive, flexible drag-nd-drop instru ment nethod  editor i
: simplifics method development and creation of unique analytical i
: \’q('d\n(\\k;

el ‘ ,_‘_; Txtensive pre-built and optimized qwethod femplates that arc
L ") fully customizable for a varicty of application workflows

Y H Fg \\;\’ " Thernme Scienulic™ AcquireX data acquisition  workilow .
v ia#/’ provides all-inclusive, automated small mofecole sample
1 5 B  profiling on-an L timescale ' %

i N Streumiined calibration  routines with improved ﬂrbi(mpl &

caiihmtiunfuf_-igns_“ilh_m-‘z_~”g@}’cgi_‘brmml_\'_g,ip_cciikariuni‘; ! P
X ;:1 '

\ : 4 \ir- o § o=
Vision Diagnostic {India) Pvt. Ltd. M&“/’ ¢ e (S w 2
Corpatate Dffice Regd, Office ‘ (cknow Office™ - i ‘j -Df ‘
SRR EW ] 2 Pat o, 45 Gioand T \;‘;L‘.‘iﬁi’. O o Tromms
el Preowe, Co P, soes | hu=tT a8 ! .
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Description T T '77@_\. Price (INRy ]

i

i

|
S e e srmne "
{ Orbitrap mass ringe Stndard mass Tange moz A0-2006, mid. ‘]
1
f.

- . 2 N |
Mass enge incy 200-6000: and optional HAMRn® mass range m/z ‘
1 SO0-16 ik

| o 80,000 (FWHM) a1 /s 208, with iseropic fidetity Y 10
i J 240,000 EWHA

B

't'lﬁutr:lp resolution Sundaed resolution settings range from 750 1
i

! 1 Aequisition rate* Orbitrup M3p acquisition rafes up to 43 Hy
i  when micasured using o data-dependent experiment. with
£ 1 EleaMix calibrafion solution. MS snd THCT3 MS™MS resalutfon |
| setting of 7300 & myz 200, with a aximum jon il time of 11 i
' millisecontts. Tinear fon irap MSn acquisition ates up to 30 Hz =£
using a data dependent experiment with FlexMix. calibration |
! solution, Crbitrap mass analyzer resolution of 240,006 and L [
F MSMS fon trp detection rangs of wiz 2001400, with 4
1 MS/MS maximum o Fill time of 14 milliseconds {
i i

S e e by i s, L

i Dirbitrp mass accuracy ¥ Exiernal calibeation achieves <3 ppun |
j BMS. drift over 24 fours, measured. with FlexMix; intemnal |
| calibration achieves <3 ppm RMS drift over 24 ours, measured |
4 with FlexMix

1

XSS Elcctrospray Fonization tESL) on trap sensitiv ity 2 ni. }

of & 50 foluk. sofution of feserpine {100 femiogrims totafy | i

njected at a Fow vate of 500 i min produces 2 minimum YN i

| ratio of 2003 for the transition of thie Tsolaed protonsted ; ’,

{ molecalar fons 2t.m 609 to-the largest iwo product ions, m/z |

397 and m/z 448, when fhe TAss Spectrometer is-operated 8¢ unit f i
|

resolution in the full sean MSAMS mode, my FE3-615; the test ;
vequires the HERT 11 probe H

MS scan power Collecrs MSn, forn = | through 1, detected i
| either the Orbitsp or finear jon irap mass anahoer

Svoachronous procurser isolafion Samples up to 20 precursors pey
MSn scan Precursor multiplening Lip 10 20 precursors cun be !
{ multiplexed using the quadrupole inass filter and Front ton- i
| routing sttipole to perlong selecied jon monitoring or tandem ;
MS Polarity switching Oné ] experimental cycle acquired in
1 <11 seconds where ihe avele consists of acquiring one full Ms :
j-scan in posilive and regative polarity a8 4 resolution selting of
30, 06K}

i

3 i

b

1 Dynamic range 3000 within 2 single Orbitrap mass spectrum | I

o T
,.‘_\_\:; £

5 YD : ! . - % ’ d i 2 " p
(i ," ; EFR oprionelficiency Reaclion with ETD anions dissociates the
4{5{ ; isolated 2+ MRFA precursor (m/z 2621 to generate 4 series of |
i fragments that have a summed relative abundance =15% fo the |

 precursor mycasured in the linear fon trap. using FlexMix sohution |

L,_ﬁ_ﬂ_jg i L I0fused 86 ul Anin ; L. A
Vision Diagnestic (Indial Pvt. Lid. "> e m - \E:
oW

) Y {
Regd. Office Lue

e

Corporate Office
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[ e
e ._-..-._in —

i
i

IR S— 5 i
1‘ LVPD. option. efficiency Exposure of J00 ms dissociates the §

| jsolated caffeine molecular ion (mz 195} to generate the m/z 128 §
| product fon with a relative abundance of 225% 10 the precursor |
: measured by the linear ioa teap, using FleaMix solution in Fused

:até pl min

- PTCR pphion efficiency Reaction time of 100 ins causes isolatcd
MRFA 2+ molecular jon {m/z 262) to convart o & charged |
reduced fonat miz. §24, W ith & relative abundance: of 225%
the precursor measured i the dintar jon trap, using FlexMix
calibration soluGon infused af 6 ul/min.

Suftware features

Trata system
s High-performanc PC with Intel® microprocessor
= ligh-resolution | F0 color monRar
e Microsolt® Windows® 14 operating systen

Thermo Scientific™ Kealibur™ software

¥
b i

-

i
¥

1

o &

A ‘P‘

e (INR}

»  Xealibur software is the contr
nextgeneration Thermo Suientific
portfohio
Accelgrates §
Orbitrap  Ascend Fribrid MS
st ftwant

Tune application
dingnostics,
Method editor with a ©
specific template Tibrary. micthod

method development

| Nealibur Software:
w Access sl instrument capa
Thermo Scientific MS systems
Transfer acquired Tiles
. | immediately afier acquistion
T ETOAI00a1_ 1€ KT Orbitrap Ascend for i
| TETDL10002 | ETD RE YSTPM KIT. A
T FEID310003_| Tiermo Sciontif
0010599, VALVE
QR 1157 S B
_{T—E'_ O FON-2004 m_l_[‘_rg_-hmul'l.‘num.) Kit for
T3 OPTON-IZIOL | APCTRIEwW APCT Sprayer. Optahax
e | Note: H-ESE comes along with system
}ano___ifgiurces

=T

Molecular Diagnostics Simplified

!

¥ E

[l

TOS, GPR1. RHEODYN MXT715-004, RoHS

S

T

Visiont
Corparate Office

» b
VAT £ 1)
A AN LuckRy
-/ 4 el ¥ =
VDA T
chna

4w

ARTIN
s

amifiarization and reduc

Eor instrument calibrations and chicks.
! manual data acquisition
omprehens

fooltips, and a drag-and-drop user inferface © fagilitate

fo 4 secure., central location

nternal Calibration

e
Orbitap Ascend

-
¢ | rsos2 { E—éi‘flﬁpra&j‘:f-r_@,ﬁﬂ?i&. D
_bESOTZ Tlex ion source (NG . S

O,

al sofiware for the ‘

minss spectrometer |

_ |
s training needs !
instrument  control |

e application-

setup supported: by

i et

Office

-

e

hilities tor robust contral of i

A ,} AR ;

- }yl"\ &
snnal Offic —_—

A el DT A

parr

_:_'—11@1".{153 '
{ Iocluded
4 Icluded

Included
 Tnchded |

“included

e ey i

1 Tincluded

—;— Incluged
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v S S— “-!'(" -
! Q il b\ | { ?’ »
I e —-'h_
-~
;g B | [ Part No. | Deseription T T “TQn I Price iRy
N S

v *'f a\\ SI0-AT

Py ,mqun\h Neo "«\ stem {1nchudes: Bing m. i’mnp N, \p if \'hn]ﬁgr Pl Included

i

i

| N {\unmunp!v] Bolveni Rack v, anguish lser ?nkrhw'! ! a

‘(H b, System base with 4 drawer, Ship ki [he Ship kit inctudes 1 } i

allitems Tequired for folfowi; g work fows: | i ;

§ ! Direet injection 4 |

i 1‘ i Trap-and-clute {2-column setup) | { %F

5 i Heated' trap-and-clute {requines Column Compariment N and { . i

e i ~ 2pis-Hport valve) L L_ N § ) o

16§ 60361180 f\\nl JSHBISPLAY —— LU T inclided

L VN-CHA-GL | Column: wmpartment N_ R T

12 TREIY !i’!l RCE ST IELA PROTEIN T DIGEST20 UG TPk 12 nduded

} H Pr:t o Digest. Lyguimaly ar, T \l\ hrldg . i __E ﬁ‘hh‘.dui___ }

i b i

wm MUASE VANGT ISHHORIZON /FLFX R %:Lf Included |

H L\} P"QA o '\HK\ \RY PUMPT o . f } { Ieluded |
fodD - . ot o STIRHN

flG | VE-AD A2 U 1 Splhig b'lru_pigri F{Auo -..lmpkn N e b _.‘,__,H_ Inictudedt H

J 7 \ H C - ;\ i Column (urgﬂnnmggﬂ_ e s !___{__ﬂ lw_. Zmlu\h.{ vl

:3 { STATIC MINIR R_TSOUL (FOR 200007 ), IS0MPA i |

87320110
6732401y

lﬁ"”nﬁm
Sojug P T A5 IO TR

) 4]
E 13"?1“}[:)
T OPTON-
ﬁ.‘ié(if} Ad
27 [ ve-ra. A-GT
1 28} 6041 5260
i 0041 ﬂ‘-4ﬂ

i caLy IMN-AD) ) TAG, 2

l‘v\\if'lf mm» HOLL, BIOCOMP, \T:"Tx ViLAl
SHEAT ER, 0.6 suwu '
I‘U&ILH(J”RHI G.1X 2401
PO, \-'n-c
ATION, u_t A
| r\smf LATION. € LQUALTFICA

!Jh.fmh 1

_ Inetuded

e un.ful

AL U] Tncloded
i

Molecular Diagnostics Simplified

T |
VDA

37 \’F-FH 0 HON COLLRCIORE i _Included
. '4_8 ﬁ‘}}Z d"ll“ Adapler 3y well olates, ARV TOVE-FL I o A1 ; _dncluded
Y L2 F.m ID-0.4men, PEEK, AFCVI-F10V Ly — 1 1 | lncluded
S -‘iﬂﬁ“‘arﬁg S bosse
;0 !5 OPTON-31099 | Proteome | Discoverer 33 software with { MW i d Included
| ?" oA f flatest upwraded version of sofiware will be supplicd) ; i ;
X{{ ‘{ 4 ‘_‘ki\c/ *  Bottom-up peptide and protein fdentification e ’ 5 ”f r&
4 ) ® abei-Free Quantutication LrO) \ ) W
‘ 3 Tt -

mwrmr\ COLLECIOR

DOPQSTD. CAFFEIN PYRENE. R tncluded
PRI QUALIICATION. LT 1o WS G TGOME Ad i 1 Included
SOCRATICPUNE S i O
| NANOVIPS R C APTL. L ARYISNT 200 MXGSOMNT e L 1 L inciuded
| nwumgmrgj_ LARY IDXL S0UMXISOMM Lt 1 included

o NANOVIPER CAPILE ARYIDXE, 20UMX | S0MA ~J 1} ncleded

. UV-MONITOR, 4SNL. VFC-D I3VWD e AT Included

\mw\;mmm;rwnu 200MXTIONM 12 | included

| VARIABLE WAVELINGTH DETECTOR F for Nans 207 1 | fncluded

L-!PP“N'."'" S o ———— . S

N g ARIABLE WAV ENGTH DS WCIOR | - ““i‘"% Included

FLOW CETLSTD, 10T V7 pi_ — e LU included

L OWCE T SeMEe AIC. 2.5UL. VE/C-DT L incladed

lIH( IIH‘\.('H?TFL Ei'RI

AN Luchnow Oﬂ"ce

;;.‘ 1 Beeton Vot
oy, Warp Fuag
6Ci2 4
1
B!

Regd Office

Included

- 11]; 'l:(!LJ

-_ S5 SRRV [ |

i

i
{
i
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e Y A S e e T e T AT "“"!
b l Part No. Tfk-:u.np!mﬂ Ly Price (INK)
Nol o e G S R F——
i * isobaric Mass Tugeing Peptide Cuantification. |

\ s singlescell proteonics

Bl 3 . ¢

{ : - lmmnm'pcphdmmw

i = Metaproteomics

! .

= Top-down Profecform Identification and Quantification ! |
with Thermo Scigntific™ ProSightPD7 soitware
»  Posi-Teanslational Modification (PTM) Analsis

e Accommodates nodes For fop-divwn {}’nm'ghli’{)} and |

; sructurat biology and cross-Tinking anafysis EXT-MS)

—— SRS T

e I P e s e e e — T B S
47 | OPTON-30879 LipidSearch™ 51 software: Relative quantitation and 1 1 Inciuded

' accurale identification of lipids from hiological samples requires : '
| sophisticated software » ith & comprehensive database i
Themmo Scicotific LipidSearch software provides autonated |
cdenitification of lipids and integrales an entire datase o 3 ;
concise Teport showing aaiistical differences between samiple

groups

1 Data Analysis Module - Peak Detection
a  Raw dua file reading
w  Smart peak detection

3 Identification Module -Lipid dentification

Molecular Diagnostics Simplified

w  Group-specific 1D ( turgetedy
x  Comprehensive I untargetedy |
a  Scoringalgorithms | :
3-Ouantitation Module— Alignment and (Juantitation i
! = XIC peak integeation !
‘_ i \ = Reiention time alignment
i : % «  Relative quantitation
_____ i . o Suatistical amalysis e T :
| 42 1 OPH 11058 ¢ Compound Discoyerer 33 - Toff  Version "'TTnkm-m:T t 1 Included
: Tdentification: i i
i ! :
! x identify compounds using MSMS libranes !

! = Determine elemental gomposition using higlhsresolution
full MS isolopes and RIS/MS data

» Search online chemical databases

it o A b i

1 a2l
P i ,*“Tal/ «  Cuin confidence in 1D with automated MSn trec scurch
,‘.-a't against i Cloud™ s

y 3 3 i

jgfon Diagnostic (indiz) Pyt Ltd. Y/
%?'rporm Office Supred It A Regd. Dffice

£ 94§ B . Pl Foor | T #31-420-4343000 | Flet N i c




1€35997 /2023 /Research Section

R N, -?;:'m;ripti-'n I
[ Mo |
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i
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Molecular Diagnostics Simplified

R 11.00018

(33 [ OPION 30041
R Enfm
|55 INPN-WRY

[ Ttems to he 10 be supplied f i‘wm  India

{ ‘P,m PAC

..‘I-}{P‘ J{.! j}_. -

Shn
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*  “Porform . \pu!r-gl hhr:\f; and simil; ity searches o]

ide il componunds
5 Search chemical

databases for Pulative candidates

Annotate spectrn with
automatically”
*  Perfrm-statisiics and differentigl analysis
ANOVA, PO A, PESDA.
whiskey plots; and nvore

‘predicied Tagmentation,

using f-rtesis, I
vilcano plats, R~ sn.}-;

area per grobp or fracti

* ¥iew trend chants fo 4 wsualize peak areas, average peak ;

il inhd MCOmiration over time

£

LON- ETIRC

it ALICT N\L SECODE

52 1601 80-p2018

I ‘»ultnblg f\r:mdul (Daiken K.
._"M'——-v__-_'_‘

v.sir:;@qosﬁc (India} Pvt, Lid,
Corp (Gﬁlfﬁ

o Heview }}L.{fndli\ of peak areas, OV valu
values, and moy
Pro\igkﬂ‘ﬂ 4.2 software:
Acfast and flexible proteomics search engine tor
and high. throughpu

| scarch fhodes -
Resricted search-for exceptional intrct proteiiy che
F Performs false discovery ralg calculationy ¢
Jwturm : proteoform, and _And proteoform iy fevel
Blﬁl’harmu Finder 5.2

: Al Brotein Analysis W, ik Aows;

I- Pepride \Tappme

}-_ fntacs ’\fhs

:md Top Down.

AC "4 Ton ga acity ) with (i\_huﬁlldjll

N ol A o L
053'“ )' i S ’i} (‘_}) i- \ { .
(e G
WG,
Regd. Offica Lucf-.ngw Bff:ce

protein identification, de esignied
{or wpdown proteomics datx, Inchudes five differens datubase |

Scquence Tag, Single Protein, and Gene g
aracterization. {

L5 i
NEFOR ENTERPRISE

i
s, siljusted p- I

1
both targeted ;
specificatly i

the Protein, :

Ing u.ldx l'

»I‘m. Tude

. hu. FllJt g

| THERMO (RS TRI ME o o Ineluded
uum*mxa  CLIENT — Luﬂeq i
s I
- M\\nt E PRI -Fii ,\mm nmmm xmwﬂu L1 | Included
EASY-S; ~Spray ?’q-\i.:p Neo ¢ CI8 2 um, 73 #m X F50 mm, 1500 | Ty cluded.
it I R
Faly ; a7 .. Included
If_lj:{_ﬂmygt NCS T T I Included
cﬂ:;_@ PLLTVM R\b PP BARC 507 PK__ {1 ! Included
GEN N2 GENIUS XI- 351 MIN ROITS T - k_jn_t:msw )
POWER CORD INDIA v RSION /SA SW. 1 80 s Iucluded ™
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' ¥1 5
S \ O N - Tt
B
e R . .
5. | Pant N, ! Description . * Qiy- ll i‘nwtl*\m i’
L IOt e I S 32,
87 \!?t\-k‘( 1 ﬂq,h Fnd (mnpu\cr for data processing: 7 - Included ¥
: »  Intel Core 7% or Xeonk 1.’:’\.\{'%\«#”&;1‘;&« with most | :
: ‘advanced amd  suitable configuration for big data | ;
analysis} i
»  {perating syshem: Wwindows 11 or befier, 64 hit or i
better.
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S$No | Tender Specification Bidder Specification | Remarks |
' Seopes and Applications: - :
i The Sass Spedrometer M5} in combination w it {We have quoted Thermo F isher (fﬁitap A—T.n.-ud_ No deyistion i
] pppropriate Liguid Chromatagraphy (1LC) st up will JTribrid Muass Spectrometer in combination ‘with i
imarily beused For qualitative and quantitative Vanquish Flex guaternary Liguid
liscovery or shotgin profeomics, targetedproteviivs and Chromatography {10) set up to be used for
ost-translational modification analyses. The application jualitative and guantitgive discovery or shotgun|
will mot b limited to proteomics onty rather be extended protecomics, targeted  proteomics  and postd
for discovery metubolomics and lipidomics analyses as translafional  modification analyvses,  Quotey
well. Appeopriate most advanced software-wil he svstem will not be Fited 10 profeomics only
finstaled to analyze proteins, peplides, mctabolites, and Jather be extended for discovery -metabolomics
Tipids, pnd lipidomics analyses as well. Appropriate
' most advanced software will be installed 1oy
bmalyze  proteins, peptides, metabolites, and
_— o ipids, . W N
(i 1he MS <hould have ta be equipped with one g')ur Quoted model Thermo  Fisher f_!fhllmf': No deviation, !}
; € huadripide (€Y fon filier, an additional fon filter o prscend Tribriid Mass Spectrometer §s equipped :
kuud,\ zer, one fragmentation chamber and one high ith ane Quadrupole {0 jon filter, an a:mmmm{
Fesolution mass anafyzer {tribrid MS technology). ron filter or analyzer, one fragmentation chambest
] nd one high resolution mass analyzer {ribri
s i VS lm:}'molug\;.‘ . Sp— i
1. The-system should have latest dedicated software for all F)ur quoted model Thermg  Fidher Dz't-nm;}'ﬁ?‘a‘n deviation
3 pisage includiriy available databases for analyxing Woascend Tribrid Mass Spectrometer will hay o
nroteomics. metabolomies and Hipidomics work flows Jatest dedicated software for af) usuge including
f‘sailah‘la dalabases for anafysing profeomics |
A o netabolomics and tipidomics work fTows B
V. The MS must be available wih high efficiency jon Our quoted model Therme Fishier Orbitrapl No deyiation
; powrces, Ultra-High-Performance | igquid PAscend. Tribrid Mass Spectrometer  will b |
Ehromatography (i THPLC}, Micro-How Figaid. upplied with high efficiency jon sources, Ltrns i
Chromatography, Nano-flowy Liguid Chromatography High-Performance Liguid Chromatography |
I NLCY, Autosampler; jonization source, Nitrogen. EUHPLE), Micro-flow Eiguid Chromatograph
peneritor systems and precession A¢, f funo-flow  Liquid Chromatography  INLC),
. Autosampler.  fonizution source,  Nitroger
—_pEnCTator systems and precession AC. et et
Fechnical Specifications i No deviation
A, .ﬁ-{igh Resolution Mass Spﬂctmmﬂcr(!l‘R.\fR}: I;\lcnjei Fhermo Fisher Orbitrap’ Ascend. Trihrid No deviation
S k e e \13\5 Spectrometer y ]
i fHhe HRMS imstrument mst be cydipped with a high-  four quoted model Therma Freher Orbittap{  No deviation
resolution thass analy zer, Pscend Tribrid Mass Spectrometer s HRMS
: dnstrument equipped. with & high-resolution mass
e bually zer i ¢ ORBITRAP. L S
2. The MS shauld have 4 quadiupole ion Blter followed by t hr quoted model Thermo Fisher l)lhi!r.iﬂ No deviation
i Collision/ frugmentation cell and high- resolition Ascend  Tribrid  Mass Specirometer  haye
tccumir mass analyzer for hoth the MS and M< MS :qundfupﬂld‘ o fiter  followed B s
nalyses Koollision/fragmentation cel! and high= resolution]
bocurate mass analyzer for both the MS and|
¥ o o IMSAE analyses i o
3 Fhe instrument misest contain arvadditional fon O0r quotesdt model Thermo  Fisher Orbitrap  Np dev intion
Hilter/analy zer (with varigbie pressure controf} which can JA scend Tribrid Mass Spectrometer contuin an
deliver-high resolution spectra and must Be able 1o dditional oo filter analyzer (with variable
perform paratiel sccumulation t0 achieve nearly 100%,  pressure wontroly  which  can  defiver high
ity cycle, ) esolution spectrs_able 1o pertonm: ,'Ea_r_lsjlfg —
ey a*uki‘ ' D SN
" T - by \"j\
:‘;}/ L i /S !
A ’ " i
:ft‘ E‘\ / ~

g
4
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Vi

hecumulation fo achieve nearly 100% i Cortisod 03
S (5 {ITDLERO0SNT Y02 o0

R i —— _u_“““___—__“___-“____.,_,.‘_-&‘———‘__ﬁ____’___ T " 2 W
e Hite system should be capable of performing inict Our guoted model  Therme Tisher Orbitrapl Ne deviation |
briteir fnass identification, peplide mass fingerprinting, Ascend Tribeid Mass Spectromuter can perfom
_End‘;wwww ion seliction followed by high coergy catict protein. mass ientification, peplide. mass
ragmentation {o generaie highresahution MS/MS apd  lfingerprinting, and: precursor cion selectin
high order of MS specira. followed by high encrgy fraganentation e
fpenerite high resolotion MSAS and high orde
I ‘M_M____th___,,___m__'__vfM.\ spectri S N
B, {The system. should be capabie of performing Paratlel e quoted model Theeme Fisher Orbitrapt No dey i on.
"Reaction Mentoring (PRM] Selectedion Monitoring Wseend Tribeid Mass Spectrometer cap perform
(S type.of targeted proteniics experimerit. paralicl Reacfion Monitorng (PRM)  an
Qetected fon Monitoring (STM) fpe of targetix
= ) Hroleomics experiment S
f. Mass Filteranaly zer must have the capacity to sort Tow.  £ur quoted: model  Therma Fisher OrbitrapBetier than asked
Lnasseswithm 7 50 or below, and highmass range of m/z Ascend Fribfid Mass Specirometer have the dor
15000 or higher {(single charge, supporting document capacity 1o sort low masses with m/z 30 o
Lreeds to be provided) slow, and high mass vange of m/z 16000 (singld
Lcharge, _supporting document Beeds 1o by
| - SE— __jprovided). : |
7 The Fesolution of 4.50,000 (Full Width at Half Maxima, oo guoted: model Thermo Fiaher OrbitrapiBetier than asked:
FWHM) or befterat 'z 200 (Spportingdocument needs Ascend  Tribrid  Mass Spectrometer hag o -
o be provided). ) - csolution settings fange from 2500 1o 480.00(
; FWHM)at oz 200, with isotopic: ; i
. Fdelity up 1o 240,000 FWHM !
E Npectiral scun speed ot acquisition rale e lo be at Jeast Four quoted model Therma fivher OrbitrapBetter than asked)
45 1z (spectri/sech or Better i beth MSand MS/NIS {Ascend Tribrid Mass Spectrometer has Orhitrup for
Nodes gSuppmnngdm:umrntvas to be providied). MSa  acquisition rates up 10 45 Hz when

Ineasured wsing & duta-dependent ‘expenment
Vil ElexMix calibration solution, MS and HCTA
(S/MS resolution setfing of 7300 @ miz Z
o finear jon trap MSn acquisition. raies up 4

B0 He using & data dependent gxperiment wilhy

I ] ) IFlexMix calibration ) Ar————
b Rensmivity with 8N Tatio oF 100:1 or better for 100 Pur quoted modet Thermo Fisher, Orbitrap{Better than asked!
femtograms of reference standard in MSMSmode Ascend Teibrid Mass  Spectrometer  has fioe
Supporting document needs to be provided}. kensitivity with 2 pl af & 30 fiwpl solubon of

yeserpine (100 fenstograms. todal) ngected at o
Now cute of $00 gl /i produces @ mnigu
AN sratio of 20001 for the transition. of thy
Enhuai protonated molceular fons stz 60910
i

&

e lorgest two produt lons, miz 397 and m'a
143 ' . |
ar guoted  model Thermo  Fisher Orbitrap Na deviation
scend Tribrid Mass. Spectrometer s Externa

10, Mass Accuracy: '[J_QT._I;:;.‘:“;;E-I:;; internal calibralion
and 3 ppm or betier fore-extemal calibration{ Supparting

Jocument necds 1o be provided). palitration achioves 3 ppa RMS drift over 2 -
aurs. measured with FlexMix; ]
ntermal calibration achieves =i ppm RMS drifi
. oyer 24 hours, weasured with ElexMix i ) i
1T, Precursor isolation window 0.5 to 2000 m/zor better Our guoted model Thermo Fishor Orbitrapl  Nao deviation 1
Supporting document needs to be provided). Ascend Tribrid Mass Spectrometer s Standard ]

mass range m'z 40-2000, midemass mange 0

oo 6000, and optional HMRn

) - ) mass TAnge miz S0 16000 )

12 Dy namic range of 3000 or better in a single mass Jur quoted model Thermo Fisher cﬁir'hiiraﬁ' o deviation

ppectrum { Supporting document needs 1o beprovided).  fascend Tribrid Mass Spectrometer has SO0
ithan 3 single Orbitrap mass spectrum

~1L -i-!c’ﬂnu“‘”* ey
AW ’;
P g P e
£ Y7 -
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5 f;‘{lﬂiﬂﬂak’d internal spurce for bath +ve and

Bonization during the calibration,

|

h”he System shoufd include a Coflision cell for Collision
;indwnuimmmon LI w
needs to be provided us well,

14,

“ve modes (:‘l";(ﬁ;nir quoted  model

here highenergy CID option,

Thermo Fiye £o0Tn
Ascend  Tribrid  Mass Spectrdtletdd 144
utomated infernal source for both Fve an —w!

tides of ionization durin the calibration
e g e calibratic

Lt quoted model Therme Fisher
Ascend
“ullision

Fobrid  Mass Spectrometer  has,
sell for Collision induced dissociation]

('l'!'bilm[g Nodey idii;:ii_T
1%

/PIOLeLmICs/ Mk /MassSpectrometer/2023-24

. e asifon i

0CSPTE A2 e0

IEHP N,
No deviation, |
i

i

£

Mo deviation,

::_:Jf.)} where high energy CHD aption provided 3
pwetl,
1% Optional Electron. Transfor Dissociation (£10) Me huve quoted’ aptional  Tlectron, Transh
1 fragmentation: for understanding the post-tmnsfational isociation (B fragmentanion  RQ
wdifications tike phosphory tation, acetylation,, mderstanding  the post-  translitional]
Fnuh}lalﬁm vfc. of proteins. nodifications like phosphiory fation, acetylation
e . metiylafion er. of prafeins: ) -
14 Vacuum must reach better than 10 Lo, Must be an o1l Lur guoted: noded  Thermo Fisher Orbitrap
ffree vacuum backing pump. Ascend, Tribrid Mass, Specirometér has yacuu
: Her ian 10° Torr. have an oil free vacuun
I hacking pump '
17, Ehantification in MS3 and higher level (wp to MST0) is The standard for high-throughput quantitatiy
required fur isobaric quantiBication Real-time protein vomparisons of prodein abundances i the lxl;j
Hatubase search (o perform the M3 3 amalysis needs 1o be BESOAISE workflow, wnigue 1o Thermay
provided. Thetechnigus willpatentially enbance the Seientifig™™ Orbifrap™  Tribmd  mase
pecurncy and coverage of quantitative profeomics dats.  kpecirometers, A significant advancement of o
. Irbitrap Ascend Tribrid sy spectrumeter i
Real-Time Search, which. can be used to identify
Peptide specira wnsthe-fly 1o infelligently dinect
MS3 data acquisition, Fesulting in accurard
i!unmumi.m t0 depthe often exeoeding £.000
S —— o . JTOleins in up 10 16 samples per LC/MS anatysis |
[N F‘_:marmr.mufriplc\ir;g 5 recommended where ip to 207 Precursar multiplexing is recommended wheng

iplexed in g Guadrupote mass filter

f

P 1o 20 precursors can be multiplexed in o
uadrupole mass. filter to increase throughput of
andem MS data in & very shirt period. {

No deviation

!

A -1
No deviation

i

[ Squipment must be: capable of performing bty
Kualitative and quantitative analysis with highsensitivity,
RCCUTBCY. precision, and repeoducibility. These include
both labetied proteomicsmethosds like SILAC, TMT,

{ TRAQ and Tabel-free proteomics metfods,

precursors ean he mult
Lt_::lncruw throughput of fandem MS data in 1 very shorf
iod

Ot quoted model s y
Qualitative and guantitatiye analysis with high
penisitivity, accurney.  precision, and
reproducibilizy.  These include both labelled
profeomics methods like SILAC, T™MT. T RAG
pnd label-free proteam iey methods '

(The equipment must be capable of performing
Kusmitative proteomics for 18-plex sample. A single
LOMSMS run will bhe conducted 16 generite the 18-plex
,E;umtitafhc profeomics data, 'Dwia‘pln sample wil] ha
A single sample which can be prepared by pooling 18
Mifferent phenotypes(samplesyin a single vial,

H

capuble of mﬂuruﬁng bot

No deviation

A significant sdvancement of the Orbitrap
Ascend Tribrid mass Spectromeler s Reah Timl

ch, which can be used 10, idemtify m'ndj
ipectr on-the-fly w imtelligently direcr Mx3!
E  acquisition, resulting i securme
Kuantitation 10 depths offeq exceeding  £,000
Droteins i up 10 46 samples per LC/MS. anatvais i

ny ﬁ.k‘\ r;lf;nn 1}
B

i

o1 El’ll: system should have the complete Buto-calibration

| Capability w set al] relevant voltuges mutomatically
uring extenal calibration.

{The system offered System have the compiletd
to-calibration capability 1o set al n:}'c-sunﬁ
oltages automatically  diring  externa
alibration |

; S——
Ko deviation

|

pectiameter,

No dev .iannn- )

P2 In-bouse faciity Fas to be theve at Dol NCT region ¢ have in house facility in Del. with offie in
1 i NOIDAL GORGAON and €500 Inb facitity ing
T S E‘il"!a_f@;@mnﬁ!"ﬂw '
58 endor should pravide Ippropristebench for the muss Hench 1or the mass spectrometer i3 in buile, wi

be supplicd along with main instrunient,

Slon- digep wbhispry

P

~

w3
L

7
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T ;_:;[.-.,.tlﬂgihl‘aionn;.m‘e Ln{J{’j— Chromatography e have offered SYSTEM BASE. W o Bhkha
System (UHPLC) with Auto-samplerand Fraction FLEX HRLDRINTENPIC RS
Lollector: JUATERNARY Ultra- High-Performance
EArquid Chromatogrsphy System (LHPLL) wity
Auto-sampler and. Traction  Collector
o FRACHON COLLECTOR L ) D

- The system should have binary (quatemary gradient pumpiWe have offored SYSTEM BASE YANQUISLE No deviation
with facifily for solvent degassing andauto-samplher unit PP] AX :
vashing and Tinsing. OUATERNARY ltra-High-Performance!
Liguid Chromatography Systerm: THPLC) with
facitity for solvent degassing Bailt-in, 4 channcly

o auto-sampler unit Sphit Sampler £ VT4
= e A70-A-02) washing and rinsing 8 i
Flow, rate limit s 1o be 3 plmin < SmL/mm orbetter  (We have quoted Quatertary Fump F wilth fow|Beiter than asked;

T

W ith 1 l/min increment. bade 0.001-& milsmvin, in il Jmin increments | tor

i, Niaximum back pressure of 1000 bar-or less and flow. IBack pressure 2 ~ 163 MPa (20— 1034 bar, 290 Beiter than ashed
accuracy of +0:1%or better - 15400 psiy With a flow vate~of ‘above 3 for ]
] L /min, the pressure fange decreases Tinearly

4 ! ) ) e Hown to 80 MPa {800 bar; 1.600 psi) o

F System delay volume Thould be Jess than T00pT. for totat System delny volume  is 679 ke {defuull Nodeviatiom  f
syslem canfiguration® for total system.

s _f}p-c of gradient: Linear and noi-Tinear. Qxinﬂ-ﬁ Quaternary Pump F {VF-P20-A } has Nodey Tation,

; o ___ [Linear and pon-linear gradicnt .

-3 pil range: 2-12 pH. pH range 2-12, chioride concentration up to 1} Mo deviation

ool _

7. Mobile phise reservoir sysiem fo accommodate at least 4 Mobile -phase Teseryoir system_accommodate £ No deviation

hotifes ach of 1 Lwith cork and:Hil. bottles cach of § L with ork and frit.
3 [he auio-smmpler should have capacity to hold microtiter The auto-sampler have capacity any four of thelBetter than asked

g plates (96384 well plates) or miultiplesamiple vialin af. following {SES footprint) ; for
Jeast 2 mcks {ut feast 48 oumbers of 152 ol vials i 54 £ 12 mm Oprvials {(=1.3ml} ;
cach rack). L.06 v 6, 7 and $ mm OB vials{ L2mE)

L {6 = {5 mm OD vials (<34 @mL)
o0 4 20 8 mm 0D vals (10 w1 !
= well plates (96 and 384, deep and shallowy
- capacity of 12 ¥ 22.5 mm OD vials £+ 10 mbLY
_ - ) in the carousel :
J fection toop volume mus! be in range of 0.0} pl to 50 pfWe have guoted SAMPLE LOOQP, FOOUIL {Better than sked]
0 better TIOCOMP (6850.1913) Injection foop yoluma for

£ range 0.01-100 pI: min. step .04 pl b

1 Auto-sampler will have lemperure range hotwoen 96 W10 'C (223 K below ambientat B0 REL: - iBeter than asked
i 40°C or betler ; tor i
17,  Samplecaryover have 1o e Jow or than 0.02%% for any,  F0.002% with ca feine (ypically: <0.0004%} Better than asked
b= wunil.thi'c molecule, § : o for 4
12 The temperature of column compartment ouldbefn |The wmpeniture of column compariment. i 5 {Better than asked

10 1o LO0°C range or betier with 1.0 ‘Cincrements. 120 "Cn 0.1 C merements for
3. emperature accuracy and stability mustbe 5 1.0°C. Femperature accuracy and ability <05 'C (upBener than asked
- o v 80Oy ] ) for |
14. ‘Fnlmnn aven can hold at feast two HPLCeolumns of  Column even can hold two, HPEC cofumns off No dex ation:
fength ™ 15 ¢m. ) length 15 ¢ ;
Jis Automated fraction coliector must be instalied with We have quoled Automated. fraction collector No deviation.
“Uedicated soliware support. FRACTION COLLECTOR FOAVEFT)-A-01

ith Thermo  Scientific™.  Chromeleon™]
] f_'hnmmlﬂ_gnlphj’ Data  System  dedicated
L o . _ software support. )

u‘f“:i\(].?“{b‘flf

N

5% G o
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e ——— et

er :h.‘n'ﬁ

TON.

T6, Vuriuble Wavelength Detecior [VW D) with We have quoted VARIABLE WAY ;
 kvavelength minge of 190-863 nm or Better with fD!‘ FECTOR ¥ with wavelength raflfé [ 0 e e
finearity option of 2.0/ AL ar more, e 200w with binearity. aption of 28 AL ] = !
7. UHPLC and HRMS should have single-poing control 1 built Xcalibur software is the control softw ,—..—\‘i No deviation:
i jwith the software and automatic 10/¢ W/ POabilities for the next generation UNPLC and HRMS havd :
tr'hg!c-p.-ml comtrol with the sofiware and
ulomatic  WOPO abilites. Access ali i
instrumvent capabilities for robust conttrol off
Thermo Seientific MS systems g I
Frunsfer acquired s 10 4 secure;  central]
B Jocation immediately atler acquisition. ___i_% o g
i The manufacturer must quote for FHPLA We have quoted tor UHPLG No deviation i
i spares/seals/connection tubing for Teak-free operations  kpares/seals/connection wibing  for Teak-frec :
_pnd quick maintenance. — . opermionsand quick maintenance. T
I Micro-flow and Nano-flov L Bystem twith inbuild We have quoted Vanquish Neo 11PLE System|  No deviation
Auto-samplery: EVR-S10-A-01) with buile in Binary Pump N
Spld Sampler NT, Solvent Rack. Vanguish 1 -‘wr{
triterface (VL) System base with drawer, Ship
it The Ship kit includes aff items required for
ollowing work flows: Direct injéction
Frap-and-elute (2-colurmn setup) Heared trip-
Bnd-clute (requires Column Compartiment N and
I * 2pus-6port valve)
fMhe pew sundard io mane-, capillarv, anc
. . micro-flow L&t - SR S
i 1 e complete Nuno LE svstem with M5 shooli have s Bluoted Nano LC system: with MS have In 'buiiz? Nov deviation j
single point soffware-based contrl, Xcalibur software i the control software for the H
: oxt generation NanolC and HRMS g singly] }
ponit.  software-based  onirol.  Access & .':!5 ;
nstrument capabilities for robust controd o
Therme Scientific MS Systenrs, 1
Transfer acquired files to a secure, cenral
- . : ocation immediately after soquisition. |
P Sysiem shoukd have nano-flow and it must besplittess  Euned system have nuro-flow splitless iwithouy No dev fafion |
; without split) 1o avoid buffer Wastape, Bplit) 1o aveid buffer Wasliage
| — e s bbb s A - et ot e ettt L e s+
3, System should have the proper in-built degisser system tolQuoted Vanguish Neo UTIFLC System (VN4 No déviation
g Fremove wir hubbles, I the system is notproyided with do- K10-A-01) huve the proper m-huih depusser i
passer, then i shiould have proven bubble-tree L} stem to remove air bubbiles.
L teclinology, _ _ ] e
ke system shioald have high pressure-binary gradient pomp gu have Quoted ISOCRATIC PLMD ¢ (V4 No deviation
and an additional isocratic pump, PA0-A=013
pystent have high pressure binary gradient pump .
| . . —and an additional isocratic pump. : k!
45 Operating Pressurerange up to 1300 bar, Operating Pressure range up o 130 MPa, (1500 Better than sske |
" ; Fur‘ 21750 psii j fou -;
% Flow rate should be in 2 range of 106 nk/min.-~ 100 gl minif low tate in arange of n{:‘mhﬁw ulmin o Better than asked]
: orbetterin b rl. increment; tter i | Al increment. for ?
[7. pHhastobeina range.phl - 2-00 JPH has §s in avange pH = 2259, | No devistiors |
F {Retention time and carry over precision have 1o be = etention Lime and carry paer .:_1"\‘('3_3:1 0.2% No deviation |
. 02 RS or <01 81 min whicheyer & greater for j
‘i‘“j".',ﬁl'f..é'i-‘\'l“fH-\Nl\. Cytochrome ( ] H
; }'-r.»;-.'m digesl peptide based of the instailation :
S ——————— e Bualification procedure s _';a‘?\' f
- i : FenoSTic > <
B ligtp bty A e a0\~
= ; ' 1 R L 4 o San ‘:sl\
g i 1.,_ . B ~.-3 ., - f"j’ . : ;.,.‘nr": .:()
. &r}“‘?’ o4 g , ,&?\/ - I .:\,_‘ __:‘.‘._-_w.',/_- /2
Q{x\,/jf / e f b N Y
7, / fwt e =
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et I~
3 System should have Wt imeprated swilching valve for 10 Bytam should have an tnferategn sl » daljon
nd 21 configuration, ' lalve for 1Dand 20 configuration. RIN.US1S9ILE0OESTT IR0
10 the manufscturer must quote for nang-1.C We have guoted: for nano-LL sparesconnection  MNo deviation. |
pares/ connection tubing for leak-free gperations andd  Fubing: for Jeak-free operations and ki
3 uick maintenance, o o jmaimenance. ; y
i1 Kitosampler should have aprogrammable injection Aviosampler have @ programmatle injection  No deviation
; sy sierm. kv sten, ) ; |
T e = . — :
12 Should have the-capacity for different types.of sample Sample -formats, and capacity Any four of 'J,hq'i?.cllcr than asked}
ials. fubes, and plates following i for
: 5 = 12 mm QD vials (=15 ml) i
Gt < 6, 7. and 8 mm ODvials (512 i) 1
L 16 < 15 mm 0D vials {4 mi) i i
s 0 0 22 5 mm O vials (210 mbl) i
s Well plaies (96 and 384, deep: and: shaflow,
hyith SIS footprint) §
- capacity of 12.% 22 F DR vials (510 miy
N : _jinthe carousel e
3. The system should conrol emperature of the sample The guoted system have “contral tempernturel  No dev ation
from 4°C — AFC programmable in 11C increments bf the simple from 4°C A0°C programmithle

Gy 1UC ingrements.

I S —— e i —

14, Sy stem shoukd have leak detection, 2afe leak handling, Ouoted  system have Teak detection, safe leakf No deviation

CNCESS Pressure monitoring and temperature moniforiog wandling, exoess: pressure monitoring  and
N LGNS, e ) = . _Jgﬂ};:_;il}_a_r_c_lgu:nhnring options. ] IR
Ps. Autosampler injection yolume have tobe ina range of IAutosampler injection volume Injection volume No Jisk ition

1100 nl to.25 gl or bee, range Defauit: .01 2% ul., min step 0.01 ule

- e ————— e R R R e i

1o Reproeducible injection volume with RSUy < 0:25% on .:r\dpnjccﬁuh volume precision From: .02 19 B2 Beiter than ashed}

il <3.0%RSD fur
From 020 to 050 pts <1.5% RSD g

B rom 0,50 10 2,00 piz Q5% FETH
Above 2ul: <0, 25% RSB . o

lsbove 2 pl. injective.

H7. Ciradient delay volumg should have to be s 28 nl T antribution of the pump 1 thie system gradicnl] W devint lon '
- Jelay volume i ]
! _ ) 25l ) )

. Jon source! We have quoted Ton source - No desiation

L hermo Qeientitic™ Ton Max NG Hon source. |
i

i Sy sem should be prov ided with most advanced Nano-  Systent will be provided with most Sdvanced,  No deviation
IESE, BSTand APCH sources with case ofimerchiange Nano-EST ESE ahd APCH sources W ith casé ol
sbitity awithout venting/breaking the vacuun. interchange ability without venting bn:aking'ﬂsj
i | \_u_qium'n ) i
2. For Nano EST application suitable source’s must be i or Nang ESI application LASY-Spray {wum% Ao deviation:
provided for using lm\_u,’\;u-durn'm-d"scif—;\awkcd orready Wit INGE s provided for  usie
o use plug & play-columns with minimum dead volume {onglcustomized/seff-packed or ready to use plug’
. - N & play-columas with minimum dead volume. ¥
i Riode of ionization: Pasitive and Negat ive. Mode of jomzation: Positive and Nepative. No devialwon
H Polarity switching and stabilization time thouldbe 1.8 One full experimental eyvcle acquired In <14 No deviation
e Beconds where the -cyele consists of acquiming
one full MS$ scan -in: positive and negative
. . _ R . __pofarity at g resolution setting of 30,000 _
LSS 5| source st be capable 1o handle flow mle ap o 4 ST source is capahle to handle fow rate up W No deviahion
JrmLAnin and 2mI/min for APCL Fmi min and 2oil/min for APCL )
. iThe Toni ration source (LS4, ADCT, Nano 1251 Sprayer) The ionization source (f*S‘if:——RPCl', Nuno ES| Mo deviation
\hould have Plug and play probes. Sprayer) have Plog.and play probes, ]
e e ,E. s = ___z__;::.._____

|{“g“"_-'i‘}f?’.!{z":!."kfw |
y WO p
¥ (& Y
s ot \/ &'.{
#a 'RVV }\
o) 5
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EX7

\/ SION
Should hive provision tonecommdate 15 cm te-30 con  Fouoled system: ave provision 1 agoons ilon SuAAGHIR 0D |
culumns gr berier, {63 em to 30 om columns e bettr. i LS 1 udoneTC 133780
4 - A —— | B T —
B Sheuld have column oven compartment with operating “u\?llllll'l uyen  ¢ompartient  with operating Better than asked
Jemperature range between 30°C  S0°Cor better. F\'ﬂlpcr.uurc ange Mine 5 K above roony for
y \'mp-:mlur:
Mo 80 “C without valves installed
R v m et e J&FJM}E@M_&’M_‘WL‘EMH_M_,_.% I
I Modes of operation: ] |
s &mﬁwﬁﬁm—&?&mﬁf 15 Scanning urm‘ﬁ&c precursor scanning, No deviation
2. IMSMS product on Scanaing, o m\rh-&hp_nniucl ion Scanning. ————— ;_ﬁgg_.;li{ﬁﬁ
A Simutfaneous MS & MSMS scanning, The software Pimultaneous MS & MSAMS scunning. ‘Thg  No deviation
: shoald be capuble.of data acquisitions whereby high ard bofiware s capable of data acquisitions uhcruh_\: I
ow collision energydata is acquired siuitancously 1o igh and low collision energy dats i acquire ]
provide fragmentation data for all detectabie moloculsr  Kimultaneously to provide fragmentation data for
Hons, Ll 1 detectable molecular ions. :
= 2k, . e = = ]
4. SIMPRM or related metfiod toy alidate shotgun BINUPRM or related method to validate shotgund Mo deviation 4
profeoniics data, i rateomics data i i
15 {The acquisition software should alfow for agtomated E he aequisition software Proteome Discoverer No deviation :
IDUA and DIA acquisitions where MSAISMS2), 3.2 software with 1 Year CIEMERYS ¢ {latest f
MSMSMS (MS3) and higher order of MS can be i’upgr.u.icd version of software will he supplied) ‘
Toquired simultaneously,  Botton-up peptide and protein Ideoti fication I
by ibet-Free Cuantification Ly ; ;
1 Tsobaric Mass- T aggmg Peptidé Ounrtification
F Single-cel proteomics
# hnmunopeptidamics
* Mitaproteomics i
¢ Top-down  Proteoform  {dentification a 2
Juantification with  Thermg hcimtilic‘:i
FroNightPD™ sofiware ;
* Post-Yransiational Modification {FIM) s
Anulysis
Accommodates,  riodes for top-diowg
JProsightPD) and structurat biology and tross+ '
Hinking anialysis (XE-MS) sllow for automane l
DDA and DIA acquisitions where MS MS ]!
FMS25, MS/MS/MS (MS3) and higher order of |
A M can be acquired simultancousty, ____J o
6, the aperution should Tive internal mass correction.  Thermo Sciertifict™ EASY-HC™ jon source | Nodeviation |
echnique for betfer mass BeeUracy - ¢ Cienerates internal calibrant jons for real-time i
sy T i
kalibration of spectra in positive wnd megativel
modes
£ Provides =1 pomy BMS deift aver 54 hours}
Imeasured
with Plox Mivhave infernal mass correction
: e Mechnique for beftat mass sccuracy :
7 Svringe pump or equivalent have to be instafled for direet Syringe pump is instaiied for direet infusion of No deviation
niusion of samples. kamples, i
= e e — | — N s s b bl ]
F. ';.'fi:rmmg Sofiware and Data System:
I t.aicsi software required for LCMS data BCquiistion We have quoted Profeome Discoverer deviation
nd protein, peptide, Tipid and metabolite analyses. oftware, LIPIDSEARCH 5.1, HRAM SINGEE
| tﬂm SW, COMPOUND: DISCOVERER 3 3
- e We e by confirm o supply Jatest versivn u ;
= P iy "
F .
3 5 ),
1 g’ﬁ' \":r",‘/ -)
o +




F.No.CCRF/ProteomiCS/M&E/MassSpectrometer/2023—24
1255997 /2023 /Research Section

O —————— Al
VISION-
gbc time of supply. (A 150) 0312908 Carkdied Ta Y -]
E- i O 'UDJ)"’WWTC‘!HM k
B fhesy stem should perform Data [ Analysis i guoted system perform Data Dependenty Mo deviation
] EL)DA}, Data Independent Analysis {DL\!sclcctni Ion [Analysis {DHA], Dma Independent Analysty |
Monitoring (SIM) and Paralle] Reaction Muonitoring KDIA) Seleved fon M;-murm& (SIMY and
[PRM) acquisitions aralle! Reaction Monmoring (PRM)
E\\_{yulimlh 1
™ 1Tt sofiware shoukl be capable of DIA whereby high  The software is capable of DIA wherchy high No deviation
nd Tow colfision energy daty is sequiredsimultancously Jnd low  collision énergy data is Musrcd
o provide fragmentation data for afl devectuble molec imultancously to pmu-k fragmentation data fui
__fons.  detectable molecuilar fons. o
H The svstem should provide quantitative MSAMS The quoted system provide qu.mumme_ No deviation
(MS2) dala at fst LC speeds from a dataindependent MS/MS (MRZ5. dat i fast LC speeds from 2
mqmmmn (PIA T mcthod. even when compounds have  data independent acquisition (DIA) method, even
- Loclution issue, whien compounds have coglution issue
5. Dedicated workstation should be provided for data Dedicated  workstation is provided for dat No deviation
pequisition, shotgun and tangetid Proweomicsand Jacguisition, shotgun and targeted Proteorriics and
3 Metabolomics and Lipidomics work{Tows, Metnholomics and lipidomics workflows, : .
i Aultiphe search engines to perform qualitative and Multiple search engines to perform gualitativel  No deviation
Jquantifative proteomics analy sis. vl quantitative protecmics analysis.
1 I abel- free and isobarically labelled methodscanbe fLabel-free and isobanically labelled methods curf N deviation
performed. be pertonmid.
" Data analysis {or MSZ, MS3 or bigher order (up 10 10) of Iuta analysis for MS2, >, MS3 gr higher order (up Mo deviation
MASSes. te 10 of masses i
) Kample comparisons across multiple groups, analytical Sampic comparisons  across multiple gmuns. Mo deviation
and biological Replicates. mnalytical and biological Replicates.
i3, Capablefor intact mass analysis. We have quoted BioPharma Finder 52 All No deviation
Protein Analysis Workflows:
13- Peplida Mapping
[ Dntact Mass
3 {3+ andd Top Down
11, Mebalomics and Lipidomics analysis = Softwane must baWe have quoted Compound Discoverer 3.3 - bull  No devistion. |
capable n!'hrkh-quahh smistl molecutennd liprd. Version: "Uniknown dentification: ¢
idenification using discovery and targeted Mass ~ Jdentify compounds using MS/MS librarics
Specirometry approaches. + Determine. elemental composition tsing high-
vesalution full MS Ssotopes and MSAS data
b Search onjime chemical databases ]
s Cain confidence in B2 with automaied MSn
pree search against mzCloud'” :
FPerform spectral [ibrary and similacity searches
po identify compounds i
b Search chemical dutabases for  putaliveg
wandidates -
« Annolate spectrs with predicted ragmentation]
Euimm\l icaily™
Perform statistics and differential analysis using
k-testy, ANOVA, PCA, PLS-DA, voleano ph-m
on-and-whisker plots, and more
View trend. chiarts to visualize peak m.ax,,
verage peak arca por grougy or fractional label
incorporation ovet fimé
: Review heatmaps of !'\u-lk. arcas, CY values, !
husted povalues, and more™ i
P E o LipiiScarch™ 5.1 Seftware for Liﬁplﬁumu { e—=e.
Zmtepllogty 2
‘ ) " . =
T VA T Pig f’f’}
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e e
Jnalysis. Therme:  Scientific.  ipidRsssnciyce Came oo §
: software provides automated  idenfificdiRIA? Hy#oos7c0arsg

Jipids and integrates an entire dataset info o
onwise report showing statisticsl ditfTerences
tween sample groups
it- Data Analysis Module ~Peak Dictection
i Raw duta file rewding
r Smart peak delection
=L‘~ tdentification Maodule Lipid  [dentificaion

fiware is. capable of data Acquisition an

[gll’lulp-hlk.‘n.‘iﬁl‘ I (targeted) ) L o

No deviation !

2. Kapable of data Acguisition and nonmalization; Ko

; qualitative and. quantitative. analyses, peptide .tnnu.ﬂ?mﬁm}: qualitative  and. quantitativd H

: identification and modification. foalyses, peprideidentification and modilication. . |

13. L apubli of statisticalanalysis {FDR, ANOVA PUCA, 'Sutmare is capable of statistical analysis (FOR]  No deviaton
hierarchical clostering et ) and advanceanalysis Tike ANOVA, PCA, hierarchical clusiering efc ) angd
pathways and GO Analysed. hdvanue  analysis  like pathways  and (Y

i : : Andlyses. ) o S——

{14, [rlexiblereport generator for information sharing Quality [Software 35 Flexiblo report  generator  jor No deviation
Metrics. arapid visual check of samplemessurements  Snformation sharing. ‘Quality Metrics, a rapid
pnd analyticaf quality.. isual <heck  of sample measurements. uand
1 i _____mnalytical quality, .

13, Single platform ofthe software 15 nust fir controffing Me have guoted Single plafornt I buii . Ne deviation
;\fmulmnc\mi.!_y LO-ESEMS, autosampler, vacuum pump, Xcalibur spftware i the control software for the :
gases und gl othermodes. The software should have ext peneration, for conirolling simultancousty!
;nmlrol_lcd'aumﬂmc toensblequick start-up of the JLCESEMS. uutosampiler, vacutm, pump, g;nwa‘e"
janalysis, nd ull other modes. The software controlfed auto i
: unc to enahle  guick star-ap of the analvsis

Access alf Instrwment capabilities for robusy
coutrol of Thermo Scientific MS systems.
[Fransfer acquired files io & secure, cenral
3 . flocation fmmediately afier acyuisition o :
16. [The system should have windows based. casy (o.ase and. [The quoted system have windows based. eusy tl  No deviation |
; versatile, use and versaiile, :f
7. [Nendor should provide appropriate data storage, data We have quoted PC C;:;;—ﬁgmaliun: Infel Core 17 Wo deviation
rr.chivéi. data retrieval, hardware (workstations, servers, 37 GIB RAML SATA Solid State Drive 512 GB
chiita processinig sy stems) and softbware {cloud-based Class 20, 1¥B 7200 rpm Hard Disk Drives,
servers and licensed thereot), Windows, Hy 167 Enterprise, Intel Integrated
Giraphics, ‘Optical DVD+-BW Drive. LSS
Wired Kevbourd und TS Laser Mouse, T 1USH
2.0 ports - 4 in the front, LAN cards (internet
and system). T eSATA, 1 MOME 24-inch TFI
ffat screen color monitor o equivalent ar betteif
ppproprigte  data storage, dath  archival. dag
retrieval. hurdware fworkstations, servers, dats
processing systems) and software {clioud-hased I
— servers and licensed thereof). T,

. LConfiguration of computers with suilabje keyboard &  Lonfiguration.  of vomputers.  with  suitablel No deviation
Maouse {4 numbersk: Keyboard & Mouse (4 numbers):

b Dat soyuisition. computer system should be provided Daks ncq(ui:.il;;ﬁ _::ull\pu‘lcr system  will bc}—?nl:a“&:\- iation |
with suitable configuration capable afrunning large provided with suitsble configuration capabld ;
dats files and instrument operntional sofiware, ©of running larpe duti files and  fnstrument

1 1 operafional sefiware, : L
2 IPreferable Processor: Intel Core 1700 or Xeon® ProcessocPreferable Processor el Core i7% or Xeon® No.deyiation
fat lenst 16 cores with most advancedand suitable Frocessor (at least 16 cores with most advanc
configuration for big data analysis), U — suitable configuration for big data anaty ~_|:‘-3€§;:‘?N e
: AP
; - / Lz o L
Hou by llgry DB
. WS @ B ey
Ca D VAR & N S
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_L)pu}r‘.!ll'"b'r system: Windows ¥ or hnl.l-,s

8 ﬂ(\-mﬁng system: Windows 11 orbettsr, 64 bit or better
pr Better, , S iy
H. i atest MS office (Office 385 or better). | alest MS office (Office 365 or bettery, NWo deviation §
5. Motherboard: - TPM Enabled or better, Motherbourd:. TPM Enabled or better. No deviation
1w nunthers of mternal SSIY hard drive of 3TR fiotal of [Two numbers of internal 5813 hard deive of S04 Ko deviation
10 TB) or hetter for each system, (total of 1138} ar better for gach system,
i RAM. 128 GGB or beticr, RAM: 128 GB or befter, No deviafion
8, {There mu\“\.‘uipn. fir further expansion of mcmur) " rhere must be scope for further expansion. of No desiation
j and storage for fufure Spgradations memory and storage for future upgradations.
M. BTnch HD:monitor display or better. ET-inch 11D monitor displav or better: 1 No deviation
i Supplied console should come with the necessary Supplicd: console wiih: the mecessars sofiward  No deviafion
software loaded for operation, dita collectionand dats. loaded for aperation, dafa collection and datn
rmrs\mg DCESSing. L
ﬂmml origingd company licensed software with life-time Latest original u'mnpam licensed software with  No deviaton, |
alidity and new versions of softwaredeveloped during 3 life-time validity and new wersions of sofiware
#mmrs warranty period should be provided free oficost,  developed duﬂng 5 years warrandy period will bd
P rovided free of cost, . ; _
The inost advanced version of software shonld have The miosi advanced version of software with WNo devistion
kapabilities o perform the foflowing functions » Fa;mhilihcs o perform the folfowing functions - §
. Automated calibration and quantitative optim ization.  [We haye Yuoted i built Xcaliber software foi No deviation |
: hutomated  calibration  and  quasditative
pplimization. Access all instrument capabilities
for robust conrol of Thermo Sciemiific MS
b_\dmu
Fransier acquired files W a secure, centra
) _Jocation-immediately after acquisition
i Perforny positive/negative scans fonizution: We have ‘quoted in bunli Ncsliber software ¢ ;_;; No deviation
i perfonm  positive/negafive  scans  jonization’
Access all instroment capahilities for r'tbuut'
control of Thermo Scientific MS systems, {
Transfer acquired Fles o -a secure, - central
Jocution immediately after acquiskiion i
il "\n.ﬂ)sm of bottom-up protevmics tDA, DIA and We have guoted, Proteome  Discoverey. 3 ﬂ[_ No deviation |
: tarbded) bofiware LOPTON-31099)  for  analysis of ;
: bottom-up proteomics (DDA, DA and targeted)
Hotiom-up peptide and protein Identification |
i Label-Free Quantification (LFQ)
* lsobarig Mass Tagging Peptide Qiunnlumuvn
B Single-cell proteomics ;
= immuiopepdidonics
P Motaprofeomics
2 > Top-down Proweolorm Identification  an
Ouantification  with  Themo  Scientific
ProSightPD™ software -
P PostFranslational  Modification  (FIM)
Analysis i
/\uumm(nl.ms nodes for fop-down (Prosig)
! Dy and sructual Bology and, cross-Tinkin
i alysis (XE-MS) o
= Analysis of Top-down proteomics (intact and halive ‘e have quoted DioPhaniia Finder 32 Al “No deviatipn
proeins) {Protein Analysis Work flows:
i1~ Peptide *-hpme
= Intact Masss
o _Beand Top Down =

_{p‘-r_';;_)'- f.fj hr -

yf

L
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Analy sis of isoharic fag-based proteomics.

10N__

|nﬁ
OO TC 13T T50

\h have quuted Proteome I)]Wu"
spftware  {OPTON-310%9)  for Shuysee”

f)u\huﬁt‘ tap-bised  profeomics Pmmm_
Discoverer 30 sofiware with 7 Yean
CHIMERYS & (latst upgraded version of
koftware wilf be supplied)

{l_!am-ru ap peptide and protein 1dentification i
4.ahel-Free Quantification (1LFG).

B Jsobaric Mass Tagging Peplide Quantification |
I Sngle-vell proteomics

Immunopeptidomics
{ Metaproteomics !
Top-down Proteolorm  tdemtification  and
Ouantification.  with  Thermo Scientilic ™
ProSightPD™ sofhware
Post-Trunshational  Modification  {FTM}
PAnalysis
IAccommaodates aodes for 1op-dowe

EProsightPD)) and structurs! Biotogy and cross,
Jinking andlysis (X1.-MS]

N

A nalysis of metibulites and lipids

* » Annotate spectra with predicted fragmentation]

No deviation

\\4. have -:;uolc.]l “ompound Discoverer 3.3 - Full
L fersion; “Unknown Mdentification:
1dentify compounds using MS/MS libmirics
}: Determinie ehementi] composition using higlh!
esofution full 815 s Mopes and MS/MS duta
E Search onling chemical daabases
Cain eonfidence o 1D with automated “‘h’!
kree search against maClond”™ i
FPerform spectral ibrary and similarity .uardu‘i.l
o identity compounds
Search chemical
andidates

databases  for  pulalivg

utomaticatly”
Perform statistics and differential amdysis sing
Atests, ANGOVA, PUA PESDA, voltane plots,
vox-and-whisker plots, and more
View trend chwts to visualize peak areas
Im:r:u; peak arca per group or fractional fabel
Incorporation over time
Review heatmaps of ;’c.d». areas, OV values)
ljusted p-values. and more”
jLipidSearch™ 5% Software for Lipidomicy
bnalysi€,  Thermo  Scientific.  LipidSe m!‘
sitware provides sutomated jdentification of
mlm and integrates an entire datasef into q
concise epoet showing  statistical i flerencey
aween sample groups
ni Data Analysis Module -Pesk Detection
b Raw data file veading
e Smart peakl detection !
. feentification Module <Lipid Identificution

i
4 H

* Ciroup-spesific 1D (fargeted) |

+ Comprehensive T} (untargetedy

I Scoring alporithms

F-OQuantitation Module —  Alignment  an

Juantitation
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L RIC peak mfegration “TAn 1O 8001 2408 Caetied t0.)
Retention time alignmen? IR e
* Relative q‘unlil.niiun.
=t - Stalistical analysis

WL Austomated fractionation and detection of fractionated: ‘Avtomated. fractonation and - deledlion o ull No deviation |
prodics fractionated producis FRACTION,

1_ - (‘L NI ECTOR B(VE-FII-AO1y

. Power Supply and Additional Accessories: B

1. The system should work af power matings of 120 Vulufhc: systert: work at power ratings of 2200 No deviation

: jind 3 1z frequency on single’ threephase. Andian Volis and 30 Hz frequency ou single’ three 3

; ywar raling. ) o/Indian power rating. )

1. Additions! vacuum pump which cam reach 13 Toer Additional vacuum pump which can reach 1] No deviadion
acuum or betrer, f‘l‘m vacuum ot better.

i ;

1. INitrogen gas generstor should have to be portable and  Nitrogen was generalor from PEAK Scientific is Beter
highly durabie, Tow roise, vibration free, drying system portablé and highly durable, low noise, vibration  specification
snd gto drain valve with infuilt compressor. [t should free, drying system and auto drain valve with
be able to supply the gases with st least 15 Lmin flow  inbuill compressor, Features
rale at Y9 3%, purity WNariable flow up 10 35 LPM

{Variable pressure up to 1186 psi
Iuiti-Stage Purification™ pm(hn.in;_. analytical
grade nitrogén: gas up to 99.5% nunt\'
#w&h ~screent full colour user interince. Tor case
operation
F‘ O (Electronic  Compressor, Optimisation ™3
echnology  for low. encrgy: consumption and
E‘mpu\mt durability:
ext-peneration. high performance  premitum f
mnpn.s.mrs, engineered exclusively. for Genius |
E.‘\n aller & gueeter than previous' generation of
ienius
Onboard  Service  scheduling  snd system)
iaRnostics:
[Factory cenilfied purity with rew o ()*
ontent. Acfual purily varies in refation: o Thow
(min. 95 gt maximum Jow cutput)
’\um Tewel expressed as SPL (Sourd inrc
Level) measured at Tmi from source in 3

; o rew ant chamber..

M. Precision Air Conditioner ofdt feast 4 Ton capacity (F Kuoted the same Nodeviation

: No Y mast B provided ;

5. Wendor should provide the dehumidifier 1o maintain the Vendor should provide the dehumidifier tof No deviation

: tuptinuzm humidity. paingin the optimum humidity, i

) ﬂ..m!hfs and calibration kns required for installation and fool Kits and calibration Kils required fod Ne deviation
ﬂu{ ol thzinstrument need 10 be suppliedalong with the:  Instailations and QC of the instrument- will be

 bostument: supplied along with the instrument. P

7 Two regulators for gas cylinders. Dovted two regulalors for 2as eylinders. No deviation

! Buy Back: ] “No deviagion
the existing Therme Scientific “Orbilrap Fusion Tribrid Agreed and oftered No deviation
Mass Spectrometer” (S.O.Ng, -3 Biophy/17-18: 1 no.}
long with Ulfimate 2000 UHPLC £ noo; Fasy-NLC
1200 nano-1.C {3 no X Nano-Flex and ES] sources (1 no
kach), Peak Scientific nitrogen geoerator (1 o ) and

Fertiv Pregision AC 11 o) may be offered for buy back | |
L“- degided by the committop, The machine will behanded|
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ﬁ\\cffm‘am i basis. All associated costs such as
ranspoitation of the ex isting Orbitrap PusionMass
pectrometer along with all aceessories and spare parts
ete, will be bome the firm and thete will be no lnancial
eplications on the part of the AUMS. ATIMS reserves
he right 1o trade or not tolrade the equipment. Buy Back
Talues should not be !o:u then Rs. 2 lakhs

nr IR0 9001 am Teriited o )
WE 1287 :.;l'o!uy tLYARTRR

i

1, ‘n-da”.llmn No deviafion l
i ‘Jn.‘.l.aﬂallon and on-site up\era!u:m] training courses 1 al Agreed | Ne deviation
Jeast 2 ATIMS personnct will be provided by the fra ut |
ifree of cost. Half yearty iraining and workshops for two
'i&_\‘ih on instrumentation, smpile preparation and daty i
wlysis for'internal students/scholars facullies musthe q
; u't..unn-d by thevendur or principal company & ALNIS |
g _ew Delhi o o L
L E]l'cumcﬂh No deviation
i M-%whmml data foral the specification mentinned above Wereed h No dev tation
;mclml{ng subdivisions,
P iAbsence of Point I Buy back) will be taken as not Agreed S T Nodevation )
Ii'u'll'll'ling'lhc specification, f
(1 indertaking from the manufacturer t the efect that spare Agroed T No deviotion §
viurts will be available fornext 10 yewrs.
: — . B
H. :i",,-.wmpiiun-;c list for specifications including sub-division Agreed No dex mtior i
Mvith technical data sheet : H
5. Katistaction cerfificate about the instrament st up from 3 -'\tgm;d 7 - No deviafion |
national/intemational organizations, {
K. & years warranty on all parts and component of the Agreed - T T Nodevistion
instrument must be provided f ;

pang- and micne-1E, UHPLE jon sources Nitrogen
Cenerator, AC and all other parts and third-parts items i
g must. Warranty should be applicable for all spare parts
pf the instrument as well. Fhe principal imrshould centify!
 authenticate the warranty provided { offered by the
puthorized firm / vendor on their hehnif, Appropriate

guotation to this effect.

1A S-vear comprehensive wamanty for Mass Spetrometer, | Agreed

documentary evidence must be submiffed along with the |

\\_- jct Al

_‘-;q_':-;q Pt t ¥

ui,‘ - i“v-“:"l _‘)/_

A

e8>




F.No.CCRF/Proteomics/M&E/MassSpectrometer/2023-24
1255997 /2023 /Research Section

Vision

ON

1Az 190 S00% 2008

"_VI‘  [Pust Warranty CAMC: ) R e T
! l "‘ omprehensive. annual post-warmnly CA'\‘R must be "\1.:{::".!- Na dev iarlri:m T
] uoted Jor & years after the expiry of the warmnty as &
Lo ATTMS guidefing
Warranty and CAMC shall Be duty of the company 1o
L-.-\-p the epupment m_fimctional status, All the ifems
E’ﬁqui:\.\‘i shall be the responsibility of the firm i
wovide FOC, e n
N, {Trai 4Mnnplmer‘ .  Nodeviation :
I The firm st ;'-n'-nJ,c an nn\atc skifled-manpower frei "\grn‘d No dev wation
st cost. foi the firs three years 1o operate the machine 4t
- JAIIMS. New Delhi ) B ) iy
; ). l.p—lum Guaranty and dmutlme rupmlst. ::\D devinticn
ib % uplime in a calendar year should be 'u.ammd Aoreed v I deviation
I"H.m}l will invite i Tine of 6.05% strument cost per
;m' )
2 Hhe response time should be within 48 frs of reporting [Agreed Mo deviation
hu breakdown, Chherwise, the penalty clause will be ' ‘
! Lnuﬂmmnm{ ,_: »
3. eplacement of parts under \\.ur.ml\- should be Agreed N deviation
erformed within 2 weeks. I equipment s not.working - 7
dor more thae 2 weeks [due o any service issyes) then |
the warranty should ‘be -extended o defaull For non:
fworking  period.  Please  provide  pecessary
___pertilicatecommitment Tetter, o
& eplacement of parts related 1o fablty tubings, pumps, Agreod No deviation
valves, ¢tc lor nano-/micro-LE and UHPLC must be
| erformed within 7 days of réponting the breakdown.
P.  Spare parts, Accessories and Consumables: ; “No deviation
L————Edc\ !'u;—c:;r.npldlnn.i\e Tist of spare parts, accessories- Q—{wu—'a_lhc same _"\o d:_;:llh‘l‘r—w
and consumabies mustibe guoted for at least § years.,
2. Following consumables need 10 be pmuded FOC ™o dcn'.—u—xi_un
] during the delivery of instrument N o e
im_u 1 mumbers of C 18 guard columns (3 pm, 7‘ym Zomi ':!lu.ll.;:d the same . \0 du\mhnn
th 2 nuibers of analytical columns {2pm, 7Sum. 50 cm)  Kvoted the sime Mo deviation.
Wi, DS it ofLCMS grade Acotonifrily o :I_imuln.! the same T Ne dn!al!o{-:—ﬂ
v, 2.5 [1. of LUMS grade Water ﬁ-(,‘uuvlul the same: Ne devialon
_{: 251t of HPLC grade Methano! __T_Eg__ch the same No devi mnnn
vi, Z3LLof HPIA grade 2-propanol Buoied the sane i No deviation
¥ i, m a profein digest siamiu:d—l !i;r(:)(.:f;'a oLMs) .{;mmud the same T N deviation B
v “'u-lfl\t_ ion calibration solution _ Luoted the S&lll.k" Nb dc:}:ﬂinn
ix "-Lgil:w ion calibration solution X Juoted the same No deviaton
. ‘_'\.T.\ grade &, Coli Beta-Galactosidase digest (for LOMS Luoted the same- Mo deviation
: -alibration and internal standard)
Y },\u;; - Nendar ;«iu-um certify that the H‘;:é modei ."\.l_l'ﬂ‘cd- ;\t—&;\ ation
]ulhh all the creria nu'mwnv;d m ﬂu specilication, !
:fj;‘ , rtl.jﬁ Ly ..' : X“."‘ '?’f

N 5 \
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!.hwil'iuni-q for the same may be provided. The Wl
kapabilities of the system need to be demonstrated 10
the compleate satisfaction and the pre-installation
equiremient must be defined well Inadvance,
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Dated:- 100872023

Eowest Rate Certificate,

T Whom So Ever It May Concern

This is to certify thai we; Vision Diagnostic (Indiz) Pvi. Ltd. is giving an undertaking that the
prices quoted in this quotation are ot Higher than what we had -quoted 1o pfher Govermment
hospitals and institutes across the country during the financial year 2023-24,

If youneed any furthierinformation, please el free o contact us.

Thanking you.,

For Vision P‘ag \ipg ndfia) vt Lid,
¥ VL e
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o
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o
e
N
5
o
A
i
=
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-
[*]
=

- - + - - /

Vision Diagnostic {India) Pvl. Ltd. »

Corporate Office Regd. Oifice Lugknow Office Chennai Office

FFSR 3 F i $0-536I000 | s 905 nturg Fwor | Aol Floor, 2675, & Ry U3 Geound Tloor, Sopsam

Aneal F ' ety Rl Colofy First Sitaet, S u-.-w',r:

3 o Fatpa . i =t . ‘}.' Ml Channst-8600013, Tam Wachy

¢ o AR - o L Y N Kty i B | os H + & TaIET Y g 2112875
7) | www vision-grops.com " i ' i fe-chamha @y sian e -
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SCEENTIFEC v sriemcy

February 3, 2021

Te whom it may concerr:

This is to certify that Qrbitrap™ Tribrid™ series mass spectrometers incorporalie innovative
propnetary and patented technology exclusive to Therma Fisher Scientific. The Quitrap Tribrid
Series mass spectrometers use Orbitrap mass specirometry technology, which is essential for the
product, as well as proprietary quadrugole ion irag mass analyzer designs. The Tribrid and
Qrbitrap brand names are. proprietary to Thermo Fisher Scientific. No othervendar can
manufacture and market mass spectrometers with the same technalogy and brand names

The foliowing is a non-exhaustive fist of patents that cover Tribnd mass spectrometers and
Orbitrap technology i the U 8.

Patent No. Description
6,987 261 ) lon population control
17425658 Injection of ions from storage trap (C-trap) info orbital electrostatic
trap

7498571 & 8030813 | Shunted coil for supplying RF 1o C-trap electrodes

| 7892142 & 7,947,948 { Dual cell two-dimensional ion frap mass analyzer with inter-cell
. pressure differential

8,107,509 C-ap electrode geometry )

10.755 §07 Spectrum construction using enhanced F ourier Iransform teFT)

A mare comprehensive list of (.S, patents covernng vanous aspects of the-Tribrid series mass
spectromelers may be found sl

hitps www thermofisher com/us/enhome/global/patents himi

While this site only lists U.S patents, corresponding patents or patent applications have been
granted or are currently pending in other junisdictions

c nP‘*l ATTESTED
WE ' X N
Sincerely, : TRUE™ Y
--:55;7"‘“'—-%— O e y
N o 7/ % |
g far s : =\ el
Viad Zabrouskov, PhD foi N BT o
Director, Advanced' MS Products ! _ Lo AR
Thermo Fisher Scientific inc. W N 2 bl ‘"'::‘j
355 River Caks Parkway N TOr Gnate .
‘San Jose, CA 95134 e 5 i UG m {
AN o 74
?_:\ 4 > 7
Tentc nmnmnents Densacr; WS R Ty Pachuviy S e 2 e - "l""—i_ﬂ?ﬁ\
-’{%.;-_- “!,‘3( I‘ .*,.{j-'h_{ ot
1 A iy '
.!‘k K:;_/‘ '.‘- A\
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S CIENTIFIE Sty ety

0" Sept 2023
MANUFACTURER'S AUTHORISATION FORM

To,

The Direclor

Alf tndia institote of Medical Sciences
Ansari Nagar, New Deihi-1 10029, India

Subject: Proprigtary purchase for High Resolution Mass Spectrometer {HRMS]} and Accessonies - Orbitrap
Ascend Tribrid - High Parformanice Orbitrap M5 system for Protesmics and Metaboiomics appiication.

Ref 1124/ VISIONSAIIMS/2023-28
Respected S,

We, Thermo Fisher Scientific, who are praven and reputable manufacturer of High Resolution Mass
Spectrometer {(HRMS) and Accessorfes - Orbitrap Tribrid Ascend - High Performance Orbitrap MS
system for Proteomics and Metabolomics application (Goods) having factory at Hanna-Kunaly Strasse
11, 28119, Bremen, Germany. Thermo Fisher Scientific india Put. tid. . having its registered office at
403-404, Delphi ‘B’ Wing, Hiranandani Business Park, Powai, Mumbai — 400076 {Maharashtral,
India. Thermo Eisher Stientific has appointed Vision Ciagoostic {Indiaj Pvt, 11d,; Flot 10405, Giound
Floor, Patparganj industrial Area, Dethi-110092, india as the Auvthorizéd Distributor for Altindia Institute
of Medical Sciences Ansari-Nagar, New Deihi.

we further confirm that Vision Diagnhostic (fndia} Pvt. Ltd, Plot no 405, Ground Fioor, Patpargan] Industnial
Acea, Delhi-110092, India is authorized to submit a quotstion, process the same Turther and gnter into a
contract with you against your requirement for the purchase of above-mentioned Goods manufactured by

s

We alsa confirm:that the price quoted by our agent shall not exceed the price which we would have quoted
directhy,

The products mentioned above are 100% imported in tovdia we are a non-locat stppiier of the same.
The said distributor shall comaly with all the applicable faws:

This authorization isvahd (8l Dec 2023,

Yours truly,

For; The Fisher S ic {india) Pyl
Bryesh Pandey

Genergl Manager-{SMS/ 10MS

AlG Group- india & South Asia

M- 7304550685/ 9809747841

sthermofisher.com

“L)J £l L )“’F “‘A(A H - }

W Yok

Chromalography & Masy Specirometry Drason [CMD) Noga UP. Fax - «8)- 120804065 j

% 3 mia l’ l # . i
X \//// ‘/,@/ A Ve
L-r'

Thermo Fisher Scientific india Pl Lig. AW Ground Fioor / Taf - +1. 7204640800 (30 Lines) &\A
-
W






