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Vacancy

Applications are invited for the post of SRF in an ICMR project
Project Name - Reanalyzing unsolved exome data for improved genetic diagnoses using a comprehensive iterative approach

1 Name of Salary Number of Qualifications Age limit Duration of
_the Post | Post | S S _project
! MSc life sciences/Human genetics/ Bioinformatics | Upto 35 vears 3 years
S.R.F 35000 + i with 2year research experience.
24% HRA

Candidates with NET/GATE and experience in
handling next generation sequencing data,
bioinformatics analysis, handling of software
packages, genomic databases and data analysis
| pipelines would be given preference.

Interested candidates may submit their CV along with a covering letter specifying the post applied for in person, by post, or
email geneticsaiimsl@gmail.com

Last date of receiving the application 6" Jan 2021 by 5:00pm

Only shortlisted candidates will be invited for interview. No TA/DA will be provided for attending the interview
Contact Details

Room No -6,Ground floor, Division of Genetics, Department of Pediatrics, Old OT block
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Vacancy
Applications are invited for the post of Senior Project Associate in DBT project
Project Name - Deciphering idiopathic intellectual disability (DIID) through Next Generation sequencing (DIID-

NGS Study)
Name of Salary | Number | Qualifications Age limit Duration of
_the Post of Post | , project
Ph.D Genomics/ Bioinformatics/life sciences OR Upto 40 05 months
Senior 42,000 + | equivalent degree OR years

Project 24 %

) M.sc¢/M.Tech Bioinformatics/Human genetics
Associate | HRA

degree from a recognized University or
equivalent with at least one research paper in
Science Citation Indexed (SCI) journal with 4
years of research, teaching and design and
development experience.

Candidates with experience in handling Next
Generation Sequencing data /Bioinformatics |
analysis will be given preference

Interested candidates may submit their CV along with a covering letter specifying the post applied for in person,
by post, or email- geneticsaiims | @ gmail.com UJ"'
Last date of receiving the application 8" Jan 2021 by 5:00pm e D ‘Egg};g;‘p"a
Only shortlisted candidates will be invited for interview. No TA/DA will be provide _Fj‘f énd
interview oo Al S A
Contact Details )
Room No -6, Ground floor, Division of Genetics, Department of Pediatrics, Old OT block
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